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Rates Net Community Productivity (NCP) = Gross Primary Productivity (GPP) —Community Respiration (CR)
F I E L D WO R K Methods 1. O,/Ar 1. 13C incubations 1. O, incubations
2. Calculated from GPP and CR 2. diel O,/Ar 2. diel O,/Ar

Table 1. Rate processes measurements and methodology. Measurements will also include "> NO; incubation estimates of
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